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An outbreak of the avian flu in Russia in December 2020 jumped to poultry workers, 

with seven people on a farm in southern Russia showing signs of the infection – 

representing the first time H5N8 had ever been found in humans. 

While that was a first for H5N8, it certainly wasn't a first for clades and subclades 

related to H5N8, nor for avian flu viruses in general. 

"To date, there have been a total of 862 laboratory-confirmed human cases of 

infection with H5N1 reported to the World Health Organization (WHO), including 455 

deaths," Shi and Gao explain. "These cases were from 17 countries, with ~76 percent 

from Egypt and Indonesia." 

But zoonotic risks are only part of the problem with H5N8 and its ilk. In most of the 

recent outbreaks, a clade of H5N8 called 2.3.4 has become the dominant pathogen 

worldwide, first seen in a Chinese wet market in 2010. 

"Clade 2.3.4 H5 AIVs, particularly the H5N8 subtype, have clearly displayed a 

propensity for rapid global spread in migratory birds," the researchers write, noting 

that these viruses also display evidence of constant evolution, genetically reassorting 

themselves with parts of other AIV subtypes. 

Shi and Gao – respectively from China's Shandong First Medical University and the 

Chinese Center for Disease Control and Prevention – were among some of the first 

scientists to document the novel coronavirus in early 2020. 

They note that the subsequent COVID-19 pandemic – and the prevention and control 

measures world populations enacted in response – saw a sharp reduction in the 

spread of seasonal human influenza A and B viruses in the last year. 

Nonetheless, in the same timeframe, a number of highly pathogenic H5Ny AIVs, 

including H5N1, H5N2, H5N5, and H5N8 subtypes, spread across China, South Africa, 

Europe, Eurasia, and elsewhere. 

At the same time, research has shown that clade 2.3.4 viruses show particular cell-

binding adaptations that could pose greater risks for human transmission, including 

potentially human-to-human transmissibility. 

In all, the researchers say we need to significantly step up our surveillance of HPAIVs 

in poultry farms now, before these pathogens fly the coop. 

"Because of the long-distance migration of wild birds, the innate capacity for 

reassortment of AIVs, the increased human-type receptor binding capability, and the 

constant antigenic variation of HPAIVs, it is imperative that the global spread and 



potential risk of H5N8 AIVs to poultry farming, avian wildlife, and global public health 

are not ignored," Shi and Gao write. 

The findings are reported in Science. 

 






